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human dipeptide aminopeptidase 28. 
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(iii);f^^'JIA9:9 

(2)SEQ ID NO: It^iB 
(i);?^'J#^iE: 

(A) ^^: 1769bp 

(B) |l|^: 

(C) M'|±: 

cDNA 

(xi);^^'J^i^: SEQ ID NO: 1: 
1 GTTCTTTCCCATTACTTAACTTGTGACTATCAAAGGTAAAATTTCTACCAGATTTTCAGT 
61 TGCTCTTGTTTTCGTCCAATATGTTGGTATTTGCAGGGATGAAGAACCAGGAGGCCAGCT 
1 2 1 GGTTACAGATA AGTTCCATATTGACTGGC ATTCCGTACTCATTC ACATGG ATAATGTCAT 
1 8 1 TGTAGCAAGATTTGATGGCAGAGG AAGTGGATTCCAGGGTCTGAAAATTTTCCAGCAGAT 
241 TCATCGAAGATTAGGTTCAGTAGAAGTAAAGGACCAAATAACAGCTGTGAAATTTTTGCT 
301 GAAACTGCCTTACATTGACTCCAAAAGATTAAGCATTTTTGGAAACGGTTATGGTGGCTA 
361 TATTGCATCAATGATCTTAAAATCAGATGAAAAGCTTTTTAAATGTGGATCCGTGGTTCC 
421 ACCTATCACACACTTGAAATTGTATGCCTCAGCTTTCTCTGAAAGATACCTTGGGATGCC 
481 ATCTAAGGAAGAAAGCACTTACCAGGCAGCCAGTGTGCTACATAATGTTCATGGCTTGAA 
541 AGAAGAAAATATATTAATAATTCATGCAACTGCTGACACAAAAGTTCATTTCCAACACTC 
601 AGCAGAATTAATCAAGCACCTAATAAAAGCTGGAGTGAATTATACTATGCAGGTCTACCC 
661 AGATCAAGGTCATAACCTATCTGAGAAGAGCAAGTATCATCTCTACAGCACAATCCTCAA 
721 ATTCTTCAGTGATTGTTTGAAGGAAGAAATATCTGTGCTACCACAGGAACCACAAGAAGA 
781 TGAATAATGGACCGTATTTATACAGAACTGAAGGGAATATTGAGGCTCAATGAAACCTGA 
841 CAAAGAGACTGTAATATTGTAGTTGCTCCAGAATGTCAAGGGCAGCTTACGGAGATGTCA 
901 CTGGAGCAGCACGCTCAGAGACAGTCAACTAGCATTTGAATACACAAGTCCAAGTCTACT 
961 GTCTTGCTAGGGCTGCAGAACCCGTTTCTTTGTATGAGACACGTCAAAGGGTTGGTTTCC 
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1021 TCGGAGAAATTACTTTTGCATTAAAGTACGAGTAGTGCATGTTTTCTTCTGTTATCCCCC 
1081 TGTTTGTTCTGTAACTAGTTGCTCTCATTTTAATTTCACTCGCCACCATCATCTTTGCAT 
1141 ATAATGCACAATCTATCATCTGTCCTACAGTCCCTGATCTTTCATGGCTGAGCTGCAATC 
1201 TAACACTTTACTCTACCTTTATAATAAGTGCAATTCTTTCATTGTCTATTATTGTGCTTA 
5 1261 AGAAAATATTCACTTAATAAAAAACAGAGTATTTTATGTAATTTCTGTTTTTAAAAACAC 

1321 ATTATTAAATGGGTCAAAGGACATATAGAAATCTGCATTTCAGCACCTTCCAAAGTTCAC 
1381 CCAGTTATCAGTAGATACAATATCTTTAAATCAACACACGAGTGTATGTCTCACAATATA 
1441 TATACACAAGTGTGCATATACACTTAATCAAACTATCTTTAAATGTTATTCATGCTATAA 
1501 ACAGTAAACGTTTGATGAATTAGAAGAGATGCTCTTTTCCAAGCTATAATGGATCCTTTG 
10 1561 TTTAATCAGCCAAATATGATGAAACATTTTTTCCAATTCAAATTCTAGCTATTGCTTTCC 

1621 TATAAATCTTTGGGTTGTCTTTGCTATTGTTTTTAGTGGTTAATAGTTTTCCAGTTGCAT 
1681 TTAATTTTTTCAATATGATACCTTGTCACATCTAAATTAGATACTTAAATATTAAATTAT 
1741 AGTTTCTCATAAAGAAATTTTGTTAACAA 

15 (3)SEQ ID m:2^ii.t: 

(B)ll^: 

20 (ii)^^JII^: 0^ 

(x'OJf^^i^i^: SEQ ID NO: 2: 
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211 


Pro 
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Thr 
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Gly Leu Lys Clu 

Thr Lys Val His 

He Lys Ala Gly 

Gly His Asn Val 

He Leu Lys Phe 

Leu Pro Gin Clu 



Clu Asn He Leu 

Phe Gin His Ser 

Val Asn Tyr Thr 

Ser Glu Lys Ser 

Phe Ser Asp Cys 

Pro Clu Glu Asp 
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He He His Gly 

Ala Glu Leu He 

Met Gin Val Tyr 

Lys Tyr His Leu 

Leu Lys Glu Clu 
Clu 



(4)SEQ ID NO: i^it.t 
10 (i);?^'J## 

(B)|J|S[: 

15 

(xi);^ J'J^i^: SEQ ID NO: 3: 
GATGAGAGTATGTGGAGGTAATGA 24 



(5) SEQ ID NO: 

20 COlf-n^^^i 

(A) ^^: 24^^;^ 

(B) l^il: 

(C) M't±: 

(D) ^5#^^£/: 

25 (ii):9^^IIS: 

(xDyf^^iJ^ni: SEQ ID NO: 4: 
ACAATCATTACATTTATTAGGTTT 24 



(6) SEQ ID NO: 5t^it 
30 (Dlf^m^i. 

(A) -^^: 

(B) |)|^: 

3 
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(xi);^ ^'J^Sd^: SEQ ID NO : 5: 

CATGCTAGCATGACAGTATGTGGAGGTAATGAA 33 



(7) SEQ ID NO: 66^'fF,& 

10 m^m-. 

(D)*&#M4^: ^'14 

(xi)>ft^'J^3i: SEQ ID NO : 6: 
15 CATGGATCCTCACGTATGAGTTCTTTGATGTCG 33 



(8) SEQ ID NO: 

(i) >^^'J#^iE: 

20 (B)|I|M: 

(D)*5#i^+^: ^ili 

(iO^-^IISi: 0Rk 
(xi)>l?^'J^^&ai: SEQ ID NO: 7: 

Me t-Ar g-Va 1 -Cys-G 1 y-G 1 y-Asn-G 1 u-Phe-G 1 u-Arg-Arg-Ser-I I e-G In 15 

25 

(9) SEQ ID NO: 

(A)-fe>^: 

30 (C)i^'\±: 

(D)*5#^^: ^'14 

(ii) ^^!!^: m^.^^ 
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(xi) J^^'li^i^: SEQ ID NO : 8: 
TGAGAGTATGTGGAGGTAATGAATTTGAAAGACGTTCCATT 
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41 



(10) SEQ ID NO: 9ti^jt.% 
(A)^^: 41^M 

Ui) J¥f']l^il: SEQ ID NO : 9: 

TGAGAGTATGTGGAGGTAATCAATTTGAAAGACGTTCCATT 4 1 
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